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SIMULATION

COSBI LAE Simulation Wizard 1.0.0
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VISUALIZE RESULTS

[

| COSBILAB Plot 1.0.0.53 =] = |

File Tools WView Help
a pﬁﬁ [ e Concentration [Uniis "]Time[hours "']
Gemcitabine simplified m
_ Label Sce
10000 dFdC_init@System = 100
gnm—_f dFdC_init@Cytosol &= 100
E dFdCMP@Cytosol &= 100
8000~ dFACDP@Cytosal “— 100
mm—z dFdCTP@Cytoscl = 100
6000
50003
4000—5
3000
2000
10003
0
-lIIIllIIIlllIIIl'IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII|llll||lll|lll|IlllllIIllIIIlllIIllIIIllIIIIlrIIIlIIIIIIIIIIIIIIIIIIIIllIIIIIIIIIIIIIIIIIIIIIIIIIIII|llll|ll|l|lll|IlllllIllIIIllIlIIllIIIllIIIllIIIIlrIIIlIIIIIIIIIIIIIIIIIIIIIIIII|IIII|IIII|IIII|IIII|I
-4 0 1 2 3 4 5 & 7 & 9 10 11 12 13 14 15 18 17 18 19 20 21 22 23 24 25
e n ¥




SIMULATION RESULTS PLOT

Intracellular concentration versus time
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SENSITIVITY ANALYSIS

Accumulation of dFACTP w.r.t. dCTP inhibition on dCK

AUC of dFdCTF (#)
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Spatial simulation

P. Lecca, L. Dematte’, A.lhekwaba, C. Priami. Redi: a simulator of stochastic biochemical reaction-diffusion
systems, The Second International Conference on Advances in System Simulation (SIMUL 2010), 2010.



SPACE AND DIFFUSION

Reaction-diffusion simulator at the
mesoscopic interaction scale.

Space discretised variant of the
Gillespie SSA.

Dynamically state-dependent diffusion
coefficient.



BICOID SIMULATION
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